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Additional Excel Files
Supplemental Material, Table S2 . ANOVA analysis results
This Excel file includes 4 separate tables in individual worksheets:
• Supplemental Table S2 , WT.N3.N4 Air. Genes identified by ANOVA that are significantly differentially expressed in air-exposed mice of all genotypes.
• Supplemental Table S2 , WT Air vs Ozone. Genes identified by ANOVA that are significantly differentially expressed in wild type mice after ozone.
• Supplemental Table S2 , Notch3 KO Air vs Ozone. Genes identified by ANOVA that are significantly differentially expressed in Notch3 -/-mice after ozone.
• Supplemental This Excel file includes 4 separate tables in individual worksheets:
• Supplemental Material, Table S3 , WT. IPA functions in wild-type mice exposed to ozone from genes significant via ANOVA analysis.
• Supplemental Material, Table S3 , Notch 3. IPA functions in Notch3 -/-mice exposed to ozone from genes significant via ANOVA analysis.
• Supplemental Material, Table S3 , Notch 4. IPA functions in Notch4 -/-mice exposed to ozone.
• Supplemental Material, This Excel file includes 21 separate tables in individual worksheets:
• Supplemental Table S4 , Total EPIG Output. Genes and statistics for all identified patterns.
• Supplemental Table S4 , GO Enrichment for EPIG patterns.
• Supplemental Table S4 relative to air-exposed controls. Colors are used to help distinguish data for each exposure time.
Exposure times are also indicated on the x-axis for each panel.
Supplemental Material, Table S1 . Bronchoalveolar lavage phenotype data. (7) 589.7 ± 104.6* † (8) Total Cells WT 4.8 ± 0.5 (10) 5.2 ± 0.8 (4) 6.4 ± 0.8 (10) 7.8 ± 0.6* (8) 6.1 ± 0.5 (8) Notch3 KO 5.5 ± 0.5 (9) 4.9 ± 1.1 (4) 5.5 ± 0.7 (8) 5.8 ± 0.7 (6) 9.0 ± 1.2* † (7) Notch4 KO 3.6 ± 0.5 (9) 5.2 ± 0.5 (4) 5.0 ± 0.9 (8) 6.3 ± 0.8* (7) 9.8 ± 0.7* † (8) Macrophages WT 4.4 ± 0.5 (10) 4.7 ± 0.7 (4) 5.7 ± 0.7 (10) 7.0 ± 0.6 (8) 5.6 ± 0.6 (8) Notch3 KO 4.7 ± 0.5 (10) 4.3 ± 1.1 (4) 4.5 ± 0.7 (8) 4.5 ± 0.7 (5) 7.9 ± 1.1* (7) Notch4 KO 3.1 ± 0.4 (10) 4.0 ± 0.7 (4) 3.8 ± 0.7 (8) 5.2 ± 0.8 (7) Data are presented as mean ± SEM. Sample sizes are in parentheses. Protein is µg/ml, and cell data are x10 4 /ml.
Data were analyzed with 2-way ANOVA and Bonferroni post-hoc tests. *P < 0.05 compared to respective air controls; †P < 0.05 compared to WT at same time point; #P < 0.05 between Notch3 -/-and Notch4 -/-mice at the same time point.
